Installing Perl Modules
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Introduction

This manual attempts to outline the installation of Perl modules necessary for running vPhyloMM. The steps in this
manual take advantage of ActivePerl’s package management utility, PPM. For this reason, it is required that there be a
working installation of ActiveState’s ActivePerl available on the system. It is highly recommended that the following
sources of online documentation be absorbed:

ActiveState’s documentation page for the PPM - http://docs.activestate.com/activeperl/5.10/fag/ActivePerl-
fag2.html

ActiveStates’s website - http://www.activestate.com

ActiveState’s website for ActivePerl - http://www.activestate.com/activeperl/

ActiveState’s documentation for the latest release of ActivePerl (5.10) -
http://docs.activestate.com/activeperl/5.10/install.html

Windows Specific Instructions

1. Obtain nmake.exe
a. Inyour web browser, navigate to http://download.microsoft.com/download/vcl5/patch/1.52/w95/en-

us/nmakel5.exe
b. Click the button labeled “Save”

File Download - Security Warning {ﬁ

Do you want to run or save this file?

Mame: nmakel5.exe
Type: Application, 50.7KE
From:  download.microsoft.com

=

B | [ Bave ][ Cancel

Gy Whilsfiles fiom the Intemt can be ussful, this file type can patenially
ﬂ harm your computer. If you do not trust the source, do not run or save this
software. What's the risk?

c. Save the file “nmake15.exe” to the Desktop

Save As Ld:_
¢ O |! Desktop » v|¢, ‘ | Search ) |
File name: nmakel5.exe -
Save as type: lAplecatlon vI
= Browse Folders Cancel

d. When “nmakel5.exe” has finished downloading, click the button labeled “Close”
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Download complete [E=RIER %
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&2 Download Complete
nmakel5.exe from download.microsoft.com
Dovnloadec: 50.7KB in 2 sec
Dawnload to C\Users!brice\Deskiopinmake]5.exe
Transfer rate: 25.3KB/Sec

Eiose this dinlog boxwhen download complsios

Bun | [ OpenFolder | [ Close

SmantScreen Filter checked this download and did not report any threats.
Beport an unsafe download

e. On the Desktop, double click the “nmakel15.exe” icon

e. Click the button labeled “Run”

| The publisher could not be verified. Are you sure you want ta run this
software?

Nome:  C:\Users\brice\Desktop'nmakel5.exe
Publisher: Unknown Publisher

Type: Application

From: C:\Users\brice\Desktop'nmakel5.exe

Fun Cancel

V] Always ask before opening this file

. Thisfile does not have avalid digital signature that veriies its publisher.
'3‘ “You should only run software from publishers youtrust. How can|
decide what softvare to run?

f.  Find the files named “nmake.exe” and “nmake.err”
i. Copy them both to the directory C:\Windows (if you’re unsure of how to do this, contact your

system administrator).
g. Make sure that C:\Windows is listed in your environment PATH variable (if you’re unsure of how to do
this, contact your system administrator).
2. Follow the Operating System Independent Instructions below

Operating System Independent Instructions
(The graphics will show the PPM being used on Windows Vista)

1. Login as a user with administrative privileges. If you’re unsure how to do this, contact your system

administrator.
2. Runthe command “ppm” from a command line, terminal, or shell. If this command is not found among the
directories listed in your PATH environment variable, review the instructions for installing ActivePerl|

(ActivePerl.docx).

Bl Administrator: Command Prompt |i|£|éj

3. Once PPM has loaded and has finished synchronizing databases, click the PPM Preferences icon (The PPM

Preferences icon looks like this: ).



J& Perl Package Manager [ilﬂlg]

File Edit View Action Help |

) Package M... Area Installed  Awvaila..  Abstract -
_activePerl-Con,.. perl 103 Override the ActivePer| configuration B
) ActivePerl-Doc... perl 2.2 Maintain HTML documentation =
. activePer-PPM perl 4.5 The Perl| Package Manager B
) ActiveState-Re... perl 1.4 Mave per| distribution to new location L4
) activeState-Sc... perl 101 Perl extension to access Scineplex code lexer

) ActiveState-Utils perl 2.6 ActiveState's utility modules

Jalgorithm-Diff  perl  1.1902  1.1902  Compute intelligent’ diferences between t...
® trchive-Tar perl  1.48-r1 152 Manipulates TAR archives

® archive-Zip perl  1.20 1.26 Provide an interface to ZIP archive files.

0 hignum perl  0.23 0.23 Transparent Bighumber support for Perl

) Bit-Yector perl 6.4 6.4 Efficient bit vector, set of integers and "big i...
JCarp-Clan perl 600 6,00 Report errors from perspective of caller of a...
cal perl 343 Handle Common Gateway Interface reguest. .
JClass-Accessor  perl 0,33 0.33 Aummated accessor generation

¥ Compress-Ra... perl 2010 2.020 Lowe-Level Interface to bzip2 compression lib...

¥ Compress-Ra.. perl 2010 2.020 Low-Level Interface to zlib compression library
) Crypt-SSLeay  perl 057 OpenSSL support for Lywh

. Data-Dump perl 114 1.14 Pretty printing of data structures -~

Status | Details

Syncing site PPM database with .packlists ... done
Synchronizing Database ...
Downloading ActiveState Package Repository packlist ... done i
Updating ActiveState Package Repository database ... done
Synchronizing Database done

s

-

105829 packages, 110 listed | 110 installed, O to install, 0 D remave | Install Area: site

4. Click the Repositories tab.

5. Inthe field labeled “ Name:” type “bioperl”.
6. Inthe field labeled “ Location:” type “http://bioperl.org/DIST”
7. Click the button labeled “ Add”

[ 388 PPM Preferences ‘ (3 |

Repositories

Repository LURL # Pkgs  Last Checked
@| ) ActiveStat.. htip: //ppm.activestate.., 10810 06/16/2009 01:21..,

Mame: bioperl

Location: htq):_f_,fl)ioperl.org_,fDISﬂ

Suggested: | Select from list ... B _
il

8. Wait for “bioper!” to show in the list of repositories.
' J&% PPM Preferences . > &

Repositories

Repository URL #Pkgs  Last Checked
@ |—J ActiveStat... http:/fppmd.activestate, . 10810 06/16/2009 01:21...
|| bioperl  hitp://hioperl.org/DIST... 14 06/16/2009 01:26...

Location:

Suggested: | Select from list ... EI




9. Open the menu labeled “View” by clicking the word “View” in the menu bar.
10. Click on the words “All Packages”.
J& Perl Package Manager . »e '@Elﬂ_hJ

File Edit |View | Action Help
Y0 5% | v Toolbar Bl % | 9 BB
" Package v Status Bar t -
o Acrne-Tur aching emulation |E|
2 Acrme-Ukr arser B
D ocme-Un| I A I ———
U acme-Un]  Mparadable Packages T3 ot acme:LOLCat->cannot(has')
AacmeURl Packages o InstallRemove Chrl+4 plimited register machine) emulation
) Acme-use bondage and discipline on very
Jacme-ls]  TextSize ¥ | the trus nature of strict
O acrme-UTI )
) Acme-val View Columns ipt will be valid Perl
P Acrme-vel  SOrt Column ¥ hised subrodtines useful
o Acme-Yoid 0.02 Making void things more void
) Acme-tiabby 0.13 Create semi-random sentences based upon ...
) Acme-ialkme.. 0.1 Develope the wriong way
o Acme-\eb20-.. 0.01 Web 2.0 Validation
o ACme-Your 0.01 Introduce an our variable into someone else...
o Acpi 0.1 & class to get informations about your battery,
) ActionExparter 0.02 Extends Exporter with the export_action() fu...
| ActivePerl-Con,., perl  1.03 Cwverride the ActivePer| configuration -
Status| Details
ActivePerl-Config | |
Override the ActivePerl configuration
Yersion: 1.03 =
Released:  2008-01-30 [
Authar: ActiveState <support@activestate.com= =
Tertallad £l =

10843 packages, 10838 listed | 110 installed, 0 to install, 0 to remove | Install Area: site

11. In the search field, type “bioperl”.
12. In the list of packages below, select the package whose name is “bioperl”.

13. Click the Mark for Install icon (The Mark for Install icon looks like this: j)

J Perl Package Manager = &= . -e E@I&J

Eile Edit View Action Help

s W bioperl A | D &

) Package M... Area Installed  Availa...  Abstract

) Bio-miGen 1.03 a fast and simple gene loading, helping auto...
. Bi it

) bioper|-db 1.5.2_1... bioperl-db - package for biological databases

) hioper l-netwaork 1.5.2_1... bigperl-network - package for biological net..

I bioperl-run 1.5.2_1... bioperl-run - wrapper toaolkit

) Bundle-BioPer| 2,18 & bundle to install external CPAMN modules u...
) Bundle-BioPerl... 1.5.2_1... Bundle of pre-requisites for bioper|

) Bundle-BioPerl... 1.5.2_1... Bundle of pre-requisites for bioperl-db

) Bundle-BioPerl... 1.5.2_1... Bundle of pre-requisites for bioperl-netwark ||

) Bundle-BioPerl... 1.5.2_1.., Bundle of pre-requisites for bioperl-run

Status| Details

bioperl
Bioinformatics Toolkit l
Version: 1.5.2_100
Released:  2006-12-6
Authar: Bioper] Team <hioper-l@bioperl.org >
CPAN: http: fésearch. cpan.org/distbioper-1.5.2 100

10843 packages, 10 listed | 110 installed, O to install, 0 toremove | Install Area: site

14. Repeat steps 15 through 17 substituting “bioperl” for the following:



a. “Graph”
/& Per| Package Manager =~ LI =~

Eile Edit View Action Help

B0 B8 “ Q4 Graph ‘ G ‘ 9 &

) Package M... Area  Installed  Awaila...  aAbstract -
) GIFgraph_Map 1.02 generate HTML map text,
) GIFgraphExten. .. 1.0 generates HTML map text while platting graph
) GIS-Distance 0.02 Calculate geographic distances.

GPS-Tracer 1.2 A processor of geographical route information
) Graph 0.e0 |
) Graph-Bipartite 0.01 Graph algorithms on bipartite graphs.
0 Graph-Chaing... v0.0.2  build directed 2-regular cyclic graphs =
) Graph-ChuLicE. .. 0.05 Find minimum spanning trees in a directed ... ||
) Graph-Cligue 0.0z Return all k-cliques in a graph
) Graph-Corvert 0.09 Convert between graph formats: Graph and ...
) Graph-Depend... 0.0z Generate dependency graphs and reports
 Graph-Easy 0.64 Convert ar render graphs (as ASCIL HTML, ... r
) Graph-Easy-4s... 0.23 COutput a Graph: :Easy as Scalable Vector Gr...
) Graph-Easy-M... 0.41 HTML rranual for Graph: :Easy
) Graph-Flowchart 0.11 Generate easily flowcharts as Graph::Easy 0.
) Graph-Kruskal 2.0 Kruskal's Algorithm for Minimal Spanning Tr...

) Graph-Layderer 0.03 Graph layouting and rendering, -

Graph

graph data structures and algorithms
Wersion: 0.91

Released:  2009-01-17

Authar: Jarkko Higtaniermni < jhidiki fi=

CPAN: hittp: #fsearch. cpan. org/dist/AGraph-0.91/7

10843 packages, 160 listed | 110 installed, O to install, 0 to remove | Install Area: site | |

b. “Statistics-Distributions”

J&% Perl Package Manager =~ - - -e Elﬂlg

Eile Edit View Action Help
B B% s | Statistics-Distributions ‘ /G » ‘ 9 &

) Package Name Area Installed  Availa...  Abstract

) Math-Symbalicx-Statistics. .. Statistical Distributions
Per fi

A module to caculate Anova, T-t..

) Statistics-Distributions-4n...

Statistics-Distributions i
Perl module for calculating critical values and upper probabilities of common
statistical distributions »
versian: 1.02 7
Released:  2003-10-01
Author: Michael Kospach <rmike.perl@grme.ats> T
P& it Hamarch rnan araddist /S tatistica-Nistribn tinnes-1 027 57

10843 packages, 3 listed 110 installed, 0 to install, O to remove |In5ta|| Area: site | |

15. Click the Run Marked Actions button (The Run Marked Action button looks like this: ﬂ).
16. Click the button labeled “OK”.



e, Cornmit Actions? @

Ready to install 3 packages?
PPM will install 43 additional prerequisite packages.

Cancel

17. When the packages have been installed, the bottommost line in the Status tab will read “Installing 3
packages done”. When this happens, close PPM by clicking File then Exit.

/&% Perl Package Manager =« . -e lﬂlﬂ&
[File| Edit View Action Help

Refresh all Data F5

Werify Packages
Bun Marked sctions Ctrl+Enter

Installed  Availa...  Abstract
E d simple gene loading, h...
Bioinfor matics Toalkit
1.5.2_1... bioperl-db - package for biologic...

cri+Q

) bioper-network 1.5.2_1... bioperl-network - package for bi...
) bioperl-run 1.5.2_1... hioperl-run - wrapper toolkit

) Bundle-BioPer| 2,18 & bundle to install external CPAM...
) Bundle-BioPer-Care 1.5.2_1... Bundle of pre-requisites for bioper|
J Bundle-BioPer-Db 1.5.2_1... Bundle of pre-requisites for biop...
) Bundle-BioPer -Network 1.5.2_1... Bundle of pre-requisites for biop...
) Bundle-BioPer -Run 1.5.2_1... Bundle of pre-requisites for biop...

Unpacking Graph-0.91 ... done -
Generating HTML for bioperl-1.5.2_100 ... done

Generating HTML for Statistics-Distributions-1.02 ... done

Generating HTML for Graph-0.91 ... done

Updating files in site area ... done =
Installing 3 packages done |

10843 packages, 10 listed | 113 installed, 0 to install, 0 o remove | Install Area: site

18. From the command line, terminal, or shell, run cpan GraphViz
a. To make sure the installation was successful, run perl -MGraphvViz -e 1
i. No output indicates success
ii. Output indicates failure



